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Advances in Cell Metabolomics Based on Mass Spectrometry
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Abstract

and allows observation of metabolic phenomena in cells. Cellular metabolite concentrations closely reflect the

Cell metabolomics is an emerging field that addresses fundamental biological questions

phenotype of an organism, tissue, or cell. With the development of metabolomics, thetechnology of metabolomics
which is based on mass spectrometry can be applied to study cell metabolites. And it has high sensitivity, good
resolution, the capability for multi-species detection and molecular structure identification, which is significant in
the research of cell biology. In this review, combining with the current technology of the metabolomics, the study
significance of cell metabolites and the applications of cell metabolomics based on mass spectrometry are reviewed.

Keywords  cell metabolomics; mass spectrometry; metabolites
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A I 5 2 BA S 1% (mass spectrometry, MS) Ay 4
fithh A1 B2 A PA R AZ B H: 4R (nuclear magnetic resonance,
NMR). {5 A5 4 21 4 S 1% 4% (Fourier-transform
infrared, FT-IR) 17 & Y6 1% (Raman spectroscopy)
EW, BUE M A A 3t PR (hydrogen nuclear
magnetic resonance, 'H-NMR). S A & 3% Jii i (gas
chromatography-tandem mass spectrometry, GC-MS).
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spectrometry, LC-MS). ‘BT HE & W& 11,
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VUit 7B, Rl e i eI B B 1 B e Al
Z R ) H R A, 515 0T 3 e 0% 75 IR FE AR AR A 1% O
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Table 1 Comparison of metabolomics platforms (modified from reference [12])
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)
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(COFel (4B RN LA (4)3 20 i B B 4 S IR A%

ok AR S AR DT T R (Rt A T BRST 2T T .

*In addition to metabolomics, other applications are presented (such as petrochemicals, medical diagnostics).
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spectroscopic imaging, MRSI) ] LR & 43 7 ) =5[]
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Panneerselvam ! 7 F B /& 408 AH €2 1% — 5 1
J5 i (ultra-performance liquid-chromatography tandem
mass spectrometry, UPLC-MS/MS)F1 < A & i — % 4T
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